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时 间 议 程 

13:00-13:30 注册时间 

13:30-13:40 开幕仪式 

13:40-14:40 

林希虹 

Analysis of Massive Genome, Exposome and Phenome 

Data: Research and Training Opportunities 

14:40-15:00 茶  歇 

15:00-16:00 

陈松蹊 

Cautionary Tales on Air Quality Improvement in 

Beijing 

16:00-16:30 

陈家鼎先生生平回顾 

Memorial session 

16:30-16:50 合  影 

 

 



特邀报告（一） 

Title：Analysis of Massive Genome, Exposome and Phenome Data: Research and Training 

Opportunities 

Speaker: Prof. Xihong Lin 

Abstract: 

Massive ‘ome data, including genome, exposome, and phenome data, are becoming available at an 

increasing rate with no apparent end in sight. Examples include Whole Genome Sequencing data, 

smartphone data, and Electronic Medical Records.   For example, Whole Genome Sequencing data 

and different types of genomic data have become rapidly available. Two large ongoing whole 

genome sequencing programs (Genome Sequencing Program (GSP) of National Human Genome 

Research Institute and Trans-omics for Precision Medicine Program (TOPMed) of the National 

Heart, Lung and Blood Institute) plan to sequence 300,000-350,000 whole genomes. These massive 

genetic and genomic data, as well as exposure and phenotype data, present many exciting 

opportunities as well as challenges in data analysis and result interpretation.  In this talk, I will 

discuss analysis strategies for some of these challenges, including rare variant analysis of whole-

genome sequencing association studies, and integrative analysis of different types of genetic and 

genomic, environmental data using causal mediation analysis. Ongoing Education Inititatives in 

Data Science at Harvard University will also be discussed. 

About the Speaker: 

Xihong Lin is Chair and Henry Pickering Walcott Professor of Department of Biostatistics and 

Coordinating Director of the Program of Quantitative Genomics at the Harvard T. H. Chan School 

of Public Health, and Professor of Statistics the Faculty of Arts and Sciences of Harvard 

University.  Dr. Lin’s research interests lie in development and application of statistical and 

computational methods for analysis of massive genetic and genomic, epidemiological, 

environmental, and medical data.  She currently works on whole genome sequencing association 

studies, genes and environment, integrative analysis of genetic, genomic and environmental data, 

and statistical learning methods for massive health science data.   Dr. Lin received the 2002 

Mortimer Spiegelman Award from the American Public Health Association and the 2006 Presidents’ 

Award of the Committee of Presidents of Statistical Societies (COPSS).  She is an elected fellow 

of American Statistical Association (ASA), Institute of Mathematical Statistics, and International 

Statistical Institute.   Dr. Lin received the MERIT Award (R37) (2007-2015) and the Outstanding 

Investigator Award (OIA) (R35) (2015-2022) from the National Cancer Institute (NCI). She is the 



contacting PI of the Program Project (PO1) on Statistical Informatics in Cancer Research from NCI, 

the Harvard Analysis Center of the Genome Sequencing Program of the National Human Genome 

Research Institute, and the T32 training grant on interdisciplinary training in statistical genetics and 

computational biology.   Dr. Lin was the former Chair of the COPSS (2010-2012) and a former 

member of the Committee of Applied and Theoretical Statistics (CATS) of the National Academy 

of Science. She is the former Chair of the new ASA Section of Statistical Genetics and Genomics. 

She was the former Coordinating Editor of Biometrics and the founding co-editor of Statistics in 

Biosciences, and is currently the Associate Editor of Journal of the American Statistical 

Association.  She has served on a large number of statistical society committees, and numerous 

NIH and NSF review panels.   

 

特邀报告（二） 

Title: Cautionary Tales on Air Quality Improvement in Beijing 

Speaker: Prof. Song Xi Chen 

Abstract: 

The official air quality statistic reported that Beijing had a 9.9% decline in the annual concentration 

of PM2.5 in Year 2016. While this statistic offered some relief for the inhabitants of the capital, we 

present several analyzes based on Beijing's PM2.5 data of the past four years at 36 monitoring sites 

along with meteorological data of the past seven years. The analyzes reveal a mixed story regarding 

the air quality improvement in the fine particulate matter pollution in 2016, and provide more 

insights on the city's PM2.5 situation in the past four years. 

About the Speaker: 

陈松蹊，国家特聘专家，北京大学讲席教授，商务统计与经济计量系联合系主任、

北京大学统计科学中心联席主任。1993 年澳大利亚国立大学统计学博士。国家

首批“千人计划”入选者。他是数理统计学会(Institute of Mathematical 

Statistics) 资深会员（fellow)，美国统计学会会士（fellow），国际统计学

会 (International Statistics Institute) 当选会员 （elected member），

国际数理统计学会 (IMS) 理事会常务理事( Council member)。他现在是 The 

Annals of Statistics(统计年鉴) 副主编 (自 2010年）；Journal of Business 

and Economic Statistics 副主编 （自 2013 年）；曾任 Statistics and Its 

Interface 的联席主编 （2010-2013）。 

 


